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Figure 19. 

CLUSTAL W (1.82) multiple sequence alignment 



gi|26327465|dbj |BAC27476.1| 
gi | 34861242 |ref |XP_341961. 1 | 
gi 1 16878147 | gb | AAH17280.il 



gi | 26327465 |dbj |BAC27476.1| 
gi | 34861242 | ref |XP_341961 . 1 | 
gi 1 16878147 | gb | AAH17280.il 



gi I 2 63274 65 | db j J BAC27 47 6 . 1 1 
gi I 34861242 | ref | XP_341961 . 1 1 
gi 1 16878147 | gb | AAH17280 . 1 1 



gi | 26327465 | dbj IBAC27476.1I 
gi | 34861242 | ref | XP_341961 . 1 | 
gi 1 16878147 igb I AAH17280.il 



gi 1 263274 65 1 dbj |BAC2747 6.1| 
gi I 34861242 | ref | XP_341961 . 1 1 
gi | 16878147 | gb | AAH17280 . 1 | 



gi 1 26327465 1 dbj |BAC2747 6.1| 
gi | 34861242 | ref | XP_341961 . 1 | 
gi 1 16878147 I gb | AAH17280 . 1| 



gi I 263274 65 | dbj IBAC27476.11 
gi I 348 61242 | ref |XP_341961 . 1 1 
gi | 16878147 | gb | AAH17280 . 1 | 



gi 126327465 | dbj |BAC27476.1| 
gi | 34861242 | ref | XP_341961 . 1 | 
gi 1 16878147 | gb | AAH17280 . 1 ! 



gi | 26327465 | dbj IBAC27476.il 
gi I 34861242 | ref 1 XP_341961 . 1 | 
gi 1 16878147 | gb | AAH17280 . 1 ) 



gi | 26327465 | dbj \ BAC27476 . 1 | 
gi 134861242 | ref | XPJ341961 . 1| 
gi|16878147|gb|AAH17280.1| 



gi I 26327465 | dbj | BAC27476.il 
gi I 34861242 | ref | XP_341961 . 1 | 
gi|16878147|gb|AAH17280.1| 



MFPRETKWNISFAGCGFLGVYHIGVASCLREHAPFLVANATHIYGASAGA 50 
MFPRETKWNI S FAGCGFLGVYH I GVASCLRE HAP FLVANAT HI YGASAGA 50 
MFPREKTWNI S FAGCG FLGVYYVGVASCLREHAP FLVANAT HI YGASAGA 50 
***** # .**************. : *************************** 

LTATALVTGACLGEAGANI IEVSKEARKRFLGPLHPS FNLVKTI RGCLLK 100 

LTATALVTGACLGEAGANIIEVSKEARKRFLGPLHPSFNLVKTIRGCLLK 100 

LTATALVTGVCLGEAGAKFIEVSKEARKRFLGPLHPSFNLVKHRSFLLK 100 
*********.*******. .*********************** *^ * + ^ 

TLPADCHERANGRLGI SLTRVSDGENVI I SHFS SKDELIQANVCSTFI P V 1 5 0 
TLPADCHTRASGRLGISLTRVSDGENVIISHFSSKDELIQANVCSTFIPV 150 

VLPADSHEHASGRLGI SLTRVSDGENVI I SHFNSKDELIQANVCSGFIPV 150 
m **** # * : *. ********************* ^ ************ **** 

YCGLI P PTLQG VRYVDGGI S DNLPL YELKNT I TVS P FS GES D I C PQDS S T 200 
YCGLIPPTLQGVRYVDGGISDNLPLYELKNTITVSPFSGESDICPQDSST 200 

YCGLIPPSLQGVRYVDGGISDNLPLYELKNTITVSPFSGESDICPQDSST 200 
******* : ************************************** # *^ 

NIHELRVTNTSIQFNLRNLYRLSKALFPPEPMVLREMCKQGYRDGLRFLR 250 

NIHELRITNTSIQFNLRNLYRLSKALFPPEPMVLREMCKQGYRDGLRFLR 250 

NIHELRVTNTSIQFNLRNLYRLSKALFPPEPLVLREMCKQGYRDGLRFLQ 250 
******.****************** ****** . ***************** . 

RNGLLNQPNPLLALPPWPQEEDAEEAAWEERAGEEDQMPYRKDRILE 300 

RNGLLNQPNPLLALPPWPQEEDAEEAAVTEERTGGED RILE 2 92 

RNGLLNRPNPLLALPPARPHGPEDKDQAVESAQAEDYSQLP — GEDHILE 298 
******.********* *....** . . w au ™ 

• • ... ... . ; ** * 

HLPARLNEALLEACVEPKDLMTTLSNMLPVRLATAMMVPYTLPLESAVSF 350 
HLPARLNEALLEACVEPKDLMTTLSNMLPVRLATAMMVPYTLPLESAVSF 342 
HLPARLNEALLEACVEPTDLLTTLSNMLPVRLATAMMVP YTLPLESALSF 348 

***************** .**;**************************.** 

TIRLLEWLPDVPEDIRWMKEQTGSICQYLVMRAKRKLGDHLPSRLSEQVE 400 

TIRLLEWLPDVPEDIRWMKEQTGSICQYLVMRAKRKLGDHLPSRLSEQVE 392 

TIRLLEWLPDVPEDIRWMKEQTGSICQYLVMRAKRKLGRHLPSRLPEQVE 398 
************************************** ****** ^**** 

LRRAQSLPSVPLSCATYSEALPNWVRNNLSLGDALAKWEECQRQLLLGLF 450 

LRRAQSLPSVPLSCATYSEALPNWVRNNLSLGDALAKWEECQRQLLLGLF 442 

LRRVQSLPS VPLSCAAYREALPGWMRNNLSLGDALAKWEECQRQLLLGLF 448 
***.***********.* **** # * : ************************* 

CTNVAFPPDALRMRAPAS — PTAADPATPQDPPGLPPC 486 

CTNVAFPPDALRMRAPAS — PTATDPATPQDPSGLPPC 478 

CTNVAFPP EALRMRAPADPAPAPADPAS PQHQLAGPAPLLSTPAPEARPV 498 
********.********_ *..***.** * 



IGALGL 504 
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Figure 20. (1 of 4) 

CLDSTAL W (1.82) multiple sequence alignment 

gi | 26327464 | dbj |AK031609.1| 

gi 134861241 | ref |XM_34 1960.1 | ~~~ 

gi 1 16878146 j gb | BC017280 . 1 1 BC01 GGCACGAGGGCGGCCCCAGTCAGACGCAGGCAGCCCCAAAGCCTGAACAG 50 

gi 1 2 6327 4 64 | dbj |AK031609.1| 

gi 1 34861241 1 ref IXM_341960. 1 1 

gi J 1687814 6 | gb J BC0172aO . 1 1 BC01 GCAGGGCCAGACCCAGCTTCTTCGCCTCCGCCAGCGGGGACCCCGAGCTA 100 



gi I 26327464 | dbj | AK031609 . 1 I 
gi | 34861241 1 ref |XM_341960 . 1 1 
gi | 16878146 | gb| BC017280 . 1 | BC01 



TCCTCTGCCTCCCGGCACAGCGTCTCCGCCTCCG 3 4 

GAGCCGCAGCGGGACCTGCCCGGCCCCCGGCTCCAGCGAGCGAGCGGCGA 150 



gi 1 26327464 | dbj IAK031609.1I 
gi I 34861241 1 ref JXMJ341960 . 1| 
gi | 168781461 gb] BC017280 . 1 | BC01 



gi | 26327464 | dbj | AK031609 . 1 | 
gi I 34861241 1 ref | XMJ341960 . 1 ) 
gi 1 16878146 1 gb | BC017280 . 1 1 BC01 



gi|26327464|dbj lAK031609.il 
gi| 34861241 | ref |XM_341960. 1| 
gi| 168781461 gb | BC017280 . 1 | BC01 



gi 1 26327464 I dbj |AK031609.1| 
gi| 348612411 ref |XM_341960.1 | 
gi| 16878146 | gbj BC017280 . 1 | BC01 



gi 1 26327464 I dbj | AK031609 . 1 1 
gil 34861241] ref | XM_341960. 1| 
gil 168781461 gb | BC017280 . 1 | BC01 



gi 126327464 | dbj 1AK031609.11 
gi | 348612411 ref I XM_341960 . 1 | 
gi) 168781461 gb| BC017280 . 1 1 BC01 



gil 263274641 dbj |AK031609.11 
gi| 34861241 | ref I XM_341960 . 1 | 
gi 1 16878146 | gb J BC017280 . 1 1 BC01 



gi | 26327464 | dbj 1 AK031609 . 1 | 
gi 134861241 | ref !XM_341960. 1| 
gi 1 1687814 6 1 gb 1 BC017280 . 1 1 BC01 



gil 26327464 I dbj IAK031609.il 
gil 34861241 | ref |XM_341960. 11 
gi 1 16878146 1 gb | BC017280 . 1 J BC01 



GGAGACCCCAAGGTATCGA-GACTGCGGGACCCACTGCCCGCAGG 4 4 

CCGGCGGGGACCCCAGGTTATCAA-GACTGCGGGACCCACTGCCCGCAGG 8 3 

GCAGGCGGCTCACAGAGGCCTGGCCGCCCACGGAACCCGGGGCCCGGCGG 200 
* * * * * * * *** **** ***** ** 

ACATCGAGTCACGATGTTCCCGAGGGAGACCAAGTGG AACATCTCATTCG 9 4 

ACGTCTAATCACGATGTTCCCAAGGGAGACCAAGTGGAACATCTCGTTCG 133 

CCGCC GCCGCGATGTTTCCCCGCGAGAAGACGTGGAACATCTCGTTCG 248 

* * * ******* ** * **** * ************ **** 

CTGGCTGCGGCTTCCTCGGGGTCTACCACATTGGCGTGGCCTCCTGCCTC 144 
CTGGCTGCGGCTTCCTCGGGGTCTACCACATTGGAGTGGCCTCCTGCCTC 183 

CGGGCTGCGGCTTCCTCGGCGTCTACTACGTCGGCGTGGCCTCCTGCCTC 298 

* ***************** ****** ** * ** *************** 

CGTGAGCACGCGCCCTTCCTGGTGGCCAACGCCACTCACATCTACGGAGC 194 

CGTGAGCACGCGCCCTTCCTGGTGGCCAACGCCACTCACATCTACGGAGC 233 

CGCGAGCACGCGCCCTTCCTGGTGGCCAACGCCACGCACATCTACGGCGC 348 
** ******************************** *********** ** 

CT CGGC AGGG GCGCT C ACCGCC AC AGCGCTGGTCACT GGGGCCT GCCTGG 244 

CTCGGCAGGGGCGCTTACCGCCAC AGCGCTGGTCACTGGGGCCTGCCTGG 283 

CTCGGCCGGGGCGCTCACGGCCACGGCGCTGGTC ACCGGGGTCTGCCTGG 398 
****** ******** ** ***** *********** **** ******** 

GTGAAGCAGGTGCCAAC ATTATTGAGGTGTCCAAGGAGGCCCGGAAGCGG 294 
GCGAAGCGGGTGCCAACATTATTGAGGTGTCCAAGGAGGCTCGGAAGCGG 333 

GTGAGGCTGGTGCCAAGTTCATTGAGGTATCTAAAGAGGCCCGGAAGCGG 448 

* ** ** ******** * ******** ** ** ***** ********* 

TTCCTGGGTCCTCTGCATCCCTCCTTCAACCTGGTGAAGACCATCCGTGG 344 

TTCCTGGGTCCCCTGCACCCCTCCTTC AACCTGGTAAAGACCATCCGTGG 383 

TTCCTGGGCCCCCTGCACCCCTCCTTCAACCTGGTAAAGATCATCCGCAG 498 
******** ** ***** ***************** **** ****** * 

CTGTCTACTAAAGACCCTGCCTGCTGATTGCCATGAGCGCGCC AATGGAC 394 
TTGTCTACTGAAGACCCTGCCTGCTGATTGCCACACGCGTGCCAGCGGAC 433 

TTTCCTGCTGAAGGTCCTGCCTGCTGATAGCCATGAGCATGCCAGTGGGC 548 

* ** ** *** ************* **** ** **** ** * 

GCCTGGGCATCTCCCTGACTCGTGTTTCAGACGGAGAGAACGTCATCATA 444 

GCCTGGGCATCTCCCTGACTCGAGTTTCGGATGGAGAGAATGTCATCATA 483 

GCCTGGGCATCTCCCTGACCCGCGTGTCAGACGGCGAGAATGTCATT ATA 598 
******************* ** ** ** ** ** ***** ***** *** 
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Figure 20. (2 of 4) 

gi | 263274 64 | dbj | AK031609 . 1 1 
gi | 34861241 | ref | XM_341960 . 1 | 
gi 11687814 61 gb | BC017280.1| BC01 



gi 1 26327464 ! dbj | AK031609 . 1 | 
gi| 34861241 | ref |XM_341960 . 1 | 
gi|1687814 6|gb|BC017280.UBC01 



gi | 26327464 | dbj | AK031609 . 1 | 
gi | 348 61241 1 ref | XM_341960 . 1 1 
gi|1687814 6|gb|BC017280.1|BC01 



gi 1 26327464 | dbj |AK031609.1| 
gi I 34861241 1 ref 1 XMJ341960 . 1 1 
gi|1687814 6|gb|BC017280.1|BC01 



gi | 263274 64 I dbj IAK031609.1J 
gi j 34861241 1 ref | XM_341960 . 1 1 
gi 1 168781461 gblBC017280.1 1 BC01 



gi 1 263274 6,4 | dbj |AK031609.1| 
gil 34861241 | ref |XM_341960.1| 
gi 1 16878146 | gb | BC017280 . 1 \ BC01 



gi | 263274 64 | db j | AK031609 . 1 1 
gi 1 34861241 1 ref |XM_341960 . 1 1 
gi|16878146|gblBC017280.1|BC01 



gi 1263274 64 | dbj IAK031609.1| 
gi 1348 61241 | ref 1XM_34 1960 . 1| 
gi|16878146|gblBC017280.1|BC01 



gi 1 26327464 | dbj | AK031609. 1 | 
gi 1 34861241 1 ref | XM_341960 . 1 | 
gi 1 1687814 6 | gb | BC017280 . 1 1 BC01 



gi I 26327464 | dbj 1AK031609.1| 
gi ! 348 61241 1 ref 1 XM_341960 . 1 1 
gi|1687814 61gb|BCO17280.HBC01 



gi | 263274 64 1 dbj | AK031609 . 1 1 
gi | 348612411 ref |XMJ341960. 1| 
gi 1 16878146 1 gb J BC017280 . 1 1 BC01 



gi I 26327464 | dbj IAK031609.il 
gi 1 348 61241 J ref | XM_341960 . 1 1 
gil 16878146 | gb | BC017280 . 1 1 BC01 



TCCCACTTTAGCTCCAAGGATGAGCTCATCCAGGCCAATGTCTGCAGCAC 4 94 

TCGCACTTTAGCTCCAAGGATGAGCTTATCCAGGCCAATGTTTGCAGCAC 533 

TCCCACTTCAACTCC AAGGACGAGCTCATCCAGGCCAATGTCTGCAGCGG 648 
** ***** * ********* ***** ************** ****** 

ATTTATCCCGGTGT ACTGTGGCCTCATTCCTCCTACCCTCC AAGGGGTGC 544 

TTTTATCCCTGTGTACTGTGGCCTCATTCCTCCTACCCTTCAAGGGGTGC 583 

TTTCATCCCCGTGTACTGTGGGCTCATCCCTCCCTCCCTCC AGGGGGTGC 698 
** ***** *********** ***** ***** **** ** ******* 

GCTATGTGGATGGCGGCATTTCAGACAACTTGCCACTTTATGAGCTGAAG 594 

GCTATGTGGATGGCGGCATTTCAGACAACTTGCCACTTTATGAGCTGAAG 633 

GCTACGTGGATGGTGGCATTTCAGACAACCTGCCACTCTATGAGCTTAAG 748 
**** ******** *************** ******* ******** 

AATACCAT C ACAGTGTCCCCATT CT CAGGCGAG AGT GACATCT GCCCT CA 644 
AATACCATCACAGTGTCCCCATTCTCAGGCGAGAGTGACATCTGCCCACA 683 

AACACCATCACAGTGTCCCCCTTCTCGGGCGAGAGTGACATCTGTCCGCA 798 
** ***************** ***** ***************** ** ** 

GGACAGCTCCACCAACATCCACGAGCTTCGCGTCACCAACACCAGCATCC 694 
AGACAGCTCCACC AAC ATCCACGAACTTCGTATCACCAACACCAGCATCC 733 
GGACAGCTCC ACCAAC ATCCACGAGCTGCGGGTC ACCAACACCAGCATCC 848 
*********************** ** ** ****************** 

AGTTCAACCTTCGCAATCTCTACCGCCTCTCGAAGGCTCTCTTCCCGCCA 744 
AATTCAACCTGCGCAATCTCTACCGCCTCTCGAAGGCTCTCTTCCCGCCA 783 

AGTTCAACCTGCGCAACCTCTACCGCCTCTCCAAGGCCCTCTTCCCGCCG 898 

* ******** ***** ************** ***** *********** 

GAGCCCATGGTCCTCCGAGAGATGTGCAAACAGGGCTACAGAGATGGACT 794 

GAGCCC ATGGTTCTCCGAGAGATGTGCAAACAGGGCTACCGAGATGGACT 833 

GAGCCCCTGGTGCTGCGAGAGATGTGCAAGC AGGGATACCGGGATGGCCT 948 
****** **** ** ************** ***** *** ^ ***** ** 

TCGATTCCTTAGGAGGAATGGCCTACTGAACCAACCCAACCCTTTGCTGG 844 

TCGATTCCTTAGGAGGAATGGCCTACTGAACCAACCCAACCCTTTGCTGG 883 

GCGCTTTCTGCAGCGGAACGGCCTCCTGAACCGGCCCAACCCCTTGCTGG 998 
** ** ** * **** ***** ******* ******** ******* 

CACTGCCCCCAGTTGTCCCCCAGGAAGAGGATGCAGAGGAAGCTGCTGTG 894 

CACTGCCCCCGGTTGTCCCCCAGGAAGAGGATGCAGAGGAAGCTGCCGTG 933 

CGTTGCCCCCCGCCCGCCCCCACGG CCCAGAGGACAAGGACCAG 1042 

* ******* * ****** * ******* * * 

GTGGAGGAGAGGGCTGGAGAGGAGGATCAATTGCAGCCTTATAGAAAAGA 944 
ACT GAGGAGAGGACTGG AGGGGAGG AT C 961 

GCAGTGGAGAGCGCCCAAGCGGAGGATTACTCGCAGCTGCCGGGAGAAGA 1092 
* ****** * ** ******* 



TCGAATTCT AGAGCACCTGCCTGCCAGACTCAATGAGGCCCTGCTGGAGG 994 

— GGATTCTAGAGCACCTGCCTGCCAGACTCAACGAGGCCCTGCTGGAGG 1009 

TCACATCCTGGAGCACCTGCCCGCCCGGCTCAATGAGGCCCTGCTGGAGG 1142 
** ** *********** *** * ***** **************** 

CCTGTGTGGAACCAAAGGACCTGATGACCACCCTTTCCAACATGCTACCA 1044 

CCTGTGTGGAACCGAAAGACCTGATGACCACCCTTTCCAACATGCTGCCA 1059 

CCTGCGTGGAGCCCACGGACCTGCTGACCACCCTCTCCAACATGCTGCCT 1192 
**** ***** ** * ****** ********** *********** ** 
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Figure 20. (3 of 4) 

gil 26327464 Jdbj |AK031609.1| 
gi 134861241 | ref I XM_341960. 11 
gil 16878146 1 gb 1 BC017280 . 1 J BC01 



gi I 26327464 Jdbj | AK031609.il 
gi | 34861241 | ref I XM_341960 . 1| 
gi| 168781461 gb 1 BC017280 . 1 | BC01 



gi I 26327464 1 dbj | AK031609 . 1 1 
gi 1 34861241| ref | XM_341960.1 1 
gil 16878146 1 gbl BC017280.il BC01 



gi | 26327464 1 dbj I AK031609 . 1 1 
gi I 34861241 1 ref |XM_341960.1| 
gi|16878146|gb|BC017280.1|BC01 



gi I 2 63274 64 1 dbj | AK031609 . 1 1 
gil 34861241 I ref | XMJ341960 . 1 1 
gi| 16878146 | gb | BC017280.1IBC01 



gi 1 26327464 | dbj 1 AK031609 . 1 | 
gi I 34861241 1 ref | XMJ341960 . 1 ! 
gi| 16878146 | gb | BC017280.il BC01 



gi | 26327464 | dbj |AK031609.1| 
gil 348612411 ref lXM_341960 . 1 I 
gill6878146Igb|BC017280.1|BC01 



gi J 26327464 1 dbj | AK031609. 1 1 
gi| 34861241) ref I XM_341960 . 1 | 
gi|16878146|gb|BC017280.1|BC01 



gil 26327464 1 dbj |AK031609.U 
gil 34861241) ref |XM_341960.1| 
gil 16878146 1 gb 1 BC017280 . 1 1 BC01 



gil 26327464 | dbj IAK031609.1J 
gil 34861241 1 ref I XMJ341960.il 
gi 1 16878146 | gb | BC017280 . 1 | BC01 



gil26327464|dbj |AK031609.1| 
gi 1 34861241 1 ref JXM_341960 . 1 1 
gi|16878146|gblBC017280.1|BC01 



gil 26327464 I dbj IAK031609.11 
gil 34861241 | ref | XM_341960 . 1 | 
gi| 16878146 | gbl BC017280.11BC01 



gi|26327464|dbj|AK031609.1| 
gil 34861241 1 ref |XMJ341960.1| 
gi| 16878146 | gbl BC017280 .1 | BC01 



GTGCGCCTGGCAACGGCCATGATGGTGCCCTATACTCTGCCGCTGGAGAG 1094 
GT GCGCCT G GCC ACT GCC ATGATGGT ACC CT AT ACT CTGC C ACTGGAGAG 1109 

GTGCGTCTGGCCACGGCCATGATGGTGCCCTACACGCTGCCGCTGGAGAG 1242 
***** ***** ** *********** ***** ** ***** ******** 

TGCAGTGTCCTTCACCATCCGCTTGTTGGAGTGGCTGCCTGATGTCCCTG 1144 

CGCAGTGTCCTTCACCATCCGTTTGTTGGAGTGGCTGCCTGATGTCCCTG 1159 

CGCTCTGTCCTTCACCATCCGCTTGCTGGAGTGGCTGCCCGACGTTCCCG 1292 
** **************** *** ************* ** ** * + ^ 

AAG AT ATCCGGTGGATGAAAGAGC AGAC GGGTAGCATCT GCCAGTATCTG 1194 
AGGATATCCGGTGGATGAAGGAGCAGACAGGTAGCATCTGCCAGT ATCTG 1209 
AGGACATCCGGTGGATGAAGGAGCAGACGGGCAGCATCTGCCAGTACCTG 1342 

* ** ************** ******** ** **********t*** *;* x * qz 

GTGATGAGGGCCAAGAGGAAATTGGGTGACCATCTGCCTTCCAGACTGTC 1244 
GTGATGAGGGCCAAGAGGAAATTGGGTGACCATCT ACCTTCCAGACTGTC 1259 
GTGATGCGCGCCAAGAGGAAGCTGGGCAGGCACCTGCCCTCCAGGCTGCC 1392 

****** * *********** **** ** ** ** ***** ^ ; 

TGAGCAGGTGGAACTGCGACGTGCCCAGTCTCTGCCCTCTGTGCCACTGT 1294 

TGAGCAGGTGGAGCTGCGGCGTGCCCAGTCTCTGCCGTCTGTGCCACTGT 1309 

GGAGCAGGTGGAGCTGCGCCGCGTCCAGTCGCTGCCGTCCGTGCCGCTGT 1442 
*********** ***** ** * ****** ***** ** ***** **** 

CTTGCGCCACCTACAGTGAGGCCCTACCCAACTGGGTACGAAACAACCTC 1344 
CTTGCGCCACCTACAGTGAGGCACTGCCCAACTGGGTACGAAACAACCTC 1359 

CCTGCGCCGCCTACAGAGAGGCACTGCCCGGCTGGATGCGCAACAACCTC 1492 

* ****** ******* ***** ** *** **** * *^ ********* 

TCACTGGGGGACGCGCTGGCCAAGTGGGAAGAATGCCAGCGTCAGCTACT 1394 

TCACTGGGGGACGCGCTGGCCAAGTGGGAAGAATGCCAGCGTCAGCTACT 1409 

TCGCTGGGGGACGCGCTGGCCAAGTGGGAGGAGTGCC AGCGCCAGCTGCT 1542 
** ************************** ** ******** ***** ** 

GCTGGGTCTCTTCTGCACCAATGTGGCCTTCCCGCCGGATGCCTTGCGCA 1444 

GCTGGGTCTCTTCTGCACCAATGTGGCCTTCCCGCCTGATGCCTTGCGCA 1459 

GCTCGGCCTCTTCTGCACCAACGTGGCCTTCCCGCCCGAAGCTCTGCGCA 15 92 
*** ** ************** ************** ** ** ****** 

TGCGCGCACCTGCCAGCCC CACTGCCGC AGATCCTGCC ACCCCA 1488 

TGCGCGCACCTGCCAGCCC CACCGCCAC AGATCCTGCC ACCCCA 1503 

TGCGCGCACCCGCCGACCCGGCTCCCGCCCCCGCGGACCCAGCATCCCCG 1642 
********** *** *** * * ******* ** **** 

CAGGATCCAC CTGGCCTCCCGCCTTGCTGAGAATCACCATTCCCAC 1534 

CAGGATCCAT CTGGCCTCCCACCTTGCTGA 1533 

CAGCACCAGCTGGCCGGGCCTGCCCCCTTGCTGAGCACCCCTGCTCCCGA 1692 
*** * * * ***** ** ********* 

ATCGCCCGGCTACCAGCCAAGCTCCAAGTTGTCCTGCCCCACTAAGAGGA 1584 
G GCCCGGCCCGTGATCGGG GCCCTGGGGCTGTGAGA 1728 

GCCCCGGGGTGGAACAAGATCCTGTCTGCCCCGGCTCTCCCCCTTACATG 1634 
-CCCCGACCCTCTCGAGGAACC CTGCCTGAGACGCCTCCATTAC— CA 1773 

CTGTGGAATGAGGACATAGGACC CTGC ACAGCTGCAAGTGGGCTTTC GAT 1684 
CTGCGCAGTGAGATGAGGGGACTCACAGTTGCCAAGAG-GGGTCTTTGCC 1822 
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Figure 20. (4 of 4) 

gi | 26327464 ] dbj I AK031 609 . 1 | 
gi | 348 61241 1 ref |XM_341960 . 1 1 
gi|16878146|gb|BC017280.1|BC01 



GTGAAACCTTTCACCAGCCACTCACTATGCTACTCCTGGTGGGGAGGGAT 1734 
GTGGGCCCCCTCGCCAGCCACTCACCA-GCTGCATGCACTGAGAGGGGAG 1871 



gi | 26327464 | dbj | AK031609. 1 | 
gi I 34861241 1 ref |XM_341960. 1 1 
gi 116878146 1 gb| BC017280. 1 1BC01 



GGGGAGTCGCCCTCCCCCGGAGCCCACAGAGCCCTCCCCCGTCACGTC — 1782 
GTTTCCACACCCCTCCCCTGGGCCGCTGAGGCCCCGCGCACCTGTGCCTT 1921 



gi | 26327464 | dbj | AK031609. 1 j 
gi I 34861241 1 ref |XM_341960. 1 1 
gi | 16878146 igb | BC017280.11BC01 



ACCTGTGCCTTACTCCTGCCCACCA — CCTTTTCAGTGCAGGGTCAGTCT 1830 
AATCTTCCCTCCCCTGTGCTGCCCGAGCACCTCCCCCGCCCCTTTACTCC 1971 



gi 1 26327464 1 dbj I AK031609 . 1 1 TAAGAACTCCACATCTGCTGCTGC-TCCCTGGTGTCCAAGTTTCCTTGCA 1879 

gi| 34861241 | ref |XM_341960. 11 

gi 1 1 68 7 8 1 4 6 1 gb 1 BC017 2 80 . 1 1 BC01 TGAGAACTTTGCAGCTGCCCTTCCCTCCCCGTTTTTCATGGCCTGCTGAA 2021 



gi I 2 6327 4 64 I dbj ] AK031609 . 1 1 GA — GTGTGTGAAGAATTATTTATTTTTGCCAAAGCAGATCTAATAAAAG 1927 

gi | 34861241 1 ref ]XM_34 19 60 . 1 \ . 

gi|16878146| gb IBC017280 . 1 J BC01 ATATGTGTGTGAAGAATTATTTATTTTCGCCAAAGCACATGTAATAAATG 2071 



gi I 26327464 | dbj JAK031609. 1 1 CCACAGCTCAGCTTCTGCCTTCCTCACTTCTGCATGCT 1965 

gi] 348 61241 | ref | XM_34 1960.1 | 

gi| 16878146 )gb | BC017280.1 |BC01 CTGC^GCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 2121 



giJ263274641dbj lAK031609.il 
gil 348612411 ref 1XM_341960. 11 
gi116878146lgb|BC017280.1|BC01 A 2122 



